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APPLICANT: KALEEN, ZHONGYILI 
MORELL, MATTHEW 
RAHMAN, SADEQUR 

TITLE OF INVENTION: REGULATION OF GENE EXPRESSION IN PLANTS 
FILE REFERENCE: 054270/0126 
CURRENT APPLICATION NUMBER: US/09/508,377 
CURRENT FILING DATE: 2000-06-09 
PRIOR APPLICATION NUMBER: AU PP 2509 
PRIOR FILING DATE: 1998-03-20 
PRIOR APPLICATION NUMBER: PCT/AU98/0074 3 

PRIOR FILING DATE: 1998-09-11 L^T"^ 1" 1 V** 

PRIOR APPLICATION NUMBER: AU PP 9108 ' 
PRIOR FILING DATE: 1997-09-12 
NUMBER OF SEQ ID NOS : 71 
SOFTWARE: Patentln Ver. 2.1 
SEQ ID NO: 1 
LENGTH: 18 
TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION: Description of Artificial Sequence: Primer 
NAME/KEY: modif ied_base 
LOCATION: (4) 

OTHER INFORMATION: a, t, c, g, other or unknown 
NAME/KEY: modif ied_base 
LOCATION: (7) 

OTHER INFORMATION: a, t, c, g, other or unknown 
NAME/KEY: modif ied_base 
LOCATION: (10) 

OTHER INFORMATION: a, t, c, g, other or unknown 
SEQUENCE : 1 
ggcnacngcn gargaygg 
SEQ ID NO: 2 
LENGTH: 19 
TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION: Description of Artificial Sequence: Primer 
SEQUENCE: 2 
tacatttcct tgtccatca 
SEQ ID NO: 3 
LENGTH: 18 
TYPE: DNA 
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47 <213> ORGANISM: Artificial Sequence 

48 <2 20> FEATURE: 

49 <223> OTHER INFORMATION: Description of Artificial Sequence: Primer 

50 <4 00> SEQUENCE: 3 

51 atcacgagag cttgctca 18 

53 <210> SEQ ID NO: 4 

54 <211> LENGTH: 23 

55 <212> TYPE: DNA 

56 <213> ORGANISM: Artificial Sequence 

57 <220> FEATURE: 

58 <223> OTHER INFORMATION: Description of Artificial Sequence: Primer 

59 <400> SEQUENCE: 4 

60 cggtacacag ttgcgtcatt ttc 2 3 

62 <210> SEQ ID NO: 5 

63 <211> LENGTH: 2687 

64 <212> TYPE: DNA 

65 <213> ORGANISM: Triticum tauschii 

66 <400> SEQUENCE: 5 



67 atcgacgaag atgctctgcc tcaccgcccc ctcctgctcg ccatctctcc cgccgcgccc 60 

68 ctcccgtccc gctgctgacc ggcccggacc ggggatttcg gccaagagca agttctctgt 120 

69 tcccgtgtct gcgccaagag actacaccat ggcaacagct gaagatggtg ttggcgacct 180 

70 tccgatatac gatctggatc cgaagtttgc cggcttcaag gaacacttca gttataggat 240 

71 gaaaaagtac cttgaccaga aacattcgat tgagaagcac gagggaggcc ttgaagagtt 300 

72 ctctaaaggc tatttgaagt ttgggatcaa cacagaaaat gacgcaactg tgtaccggga 360 

73 atgggcccct gcagcaatgg atgcacaact tattggtgac ttcaacaact ggaatggctc 420 

74 tgggcacagg atgacaaagg ataattatgg tgtttggtca atcaggattt cccatgtcaa 4 80 

75 tgggaaacct gccatccccc ataattccaa ggttaaattt cgatttcacc gtggagatgg 540 

76 actatgggtc gatcgggttc ctgcatggat tcgttatgca acttttgacg cctctaaatt 600 

77 tggagctcca tatgacggtg ttcactggga tccaccttct ggtgaaaggt atgtgtttaa 660 

78 gcatcctcgg cctcgaaagc ctgacgctcc acgtatttac gaggctcatg tggggatgag 720 

79 tggtgagagg cctgaagtaa gcacatacag agaatttgca gacaatgtgt taccgcgcat 780 

80 aaaggcaaac aactacaaca cagttcagct gatggcaatc atggaacatt ccatattatg 840 

81 cttcttttgg taccatgtga cgaatttctt cgcagttagc agcagatcag gaacaccaga 900 

82 ggacctcaaa tatcttgttg acaaggcaca tagcttaggg ttgcgtgttc tgatggatgt 960 

83 tgtccatagc catgcgagca gtaatatgac agatggtcta aatggctatg atgttggaca 1020 

84 aaacacacag gagtcctatt tccatacagg agaaaggggt tatcataaac tgtgggatag 1080 

85 tcgcctgttc aactatgcca attgggaggt cttacggtat cttctttcta atctgagata 1140 

86 ttggatggac gaattcatgt ttgacggctt ccgatttgat ggagtaacat ccatgctata 1200 

87 taatcaccat ggtatcaata tgtcattcgc tggaaattac aaggaatatt ttggtttgga 1260 

88 taccgatgta gatgcagttg tttacatgat gcttgcgaac catttaatgc acaaaatctt 1320 

89 gccagaagca actgttgttg cagaagatgt ttcaggcatg ccagtgcttt gtcggtcagt 1380 

90 tgatgaaggt ggagtagggt ttgactatcg ccttgctatg gctattcctg atagatggat 1440 

91 tgactacttg aagaacaaag atgaccttga atggtcaatg agtgcaatag cacatactct 1500 

92 gaccaacagg agatatacgg aaaagtgcat tgcatatgct gagagccacg atcagtctat 1560 

93 tgttggcgac aagactatgg catttctctt gatggacaag gaaatgtata ctggcatgtc 1620 

94 agacttgcag cctgcttcac ctacaattga tcgtggaatt gcacttcaaa agatgattca 1680 

95 cttcatcacc atggcccttg gaggtgatgg ctacttgaat tttatgggta atgagtttgg 1740 

96 ccacccagaa tggattgact ttccaagaga aggcaacaac tggagttatg ataaatgcag 1800 

97 acgccagtgg agcctctcag acattgatca cctacgatac aagtacatga acgcatttga 1860 
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98 tcaagcaatg aatgcgctcg acgacaagtt ttccttccta tcgtcatcaa agcagattgt 1920 

99 cagcgacatg aatgaggaaa agaagattat tgtatttgaa cgtggagatc tggtcttcgt 1980 

100 cttcaatttt catcccagta aaacttatga tggttacaaa gtcggatgtg atttgcctgg 2040 

101 gaagtacaag gtagctctgg actccgatgc tctgatgttt ggtggacatg gaagagtggc 2100 

102 ccagtacaac gatcacttca cgtcacctga aggagtacca ggagtacctg aaacaaactt 2160 

103 caacaaccgc cctaattcat tcaaagtcct gtctccaccc cgcacttgtg tggcttacta 2220 

104 tcgcgtcgag gaaaaagcgg aaaagcctaa ggatgaagga gctgcttctt ggggcaaagc 2280 

105 tgctcctggg tacatcgatg ttgaagccac tcgtgtcaaa gacgcagcag atggtgaggc 2340 

106 gacttctggt tccaaaaagg cgtctacagg aggtgactcc agcaagaagg gaattaactt 2400 

107 tgtcttcggg tcacctgaca aagataacaa ataagcacca tatcaacgct tgatcagaac 2460 

108 cgtgtaccga cgtccttgta atattcctgc tattgctagt agtagcaata ctgtcaaact 2520 

109 gtgcagactt gagattctgg cttggacttt gctgaggtta cctactatat agaaagataa 2580 

110 ataagaggtg atggtgcggg tcgagtccgg ctatatgtgc caaatatgcg ccatcccgag 2640 

111 tcctctgtca taaaggaagt ttcgggcttt cagcccagaa taaaaaa 2687 



113 <210> SEQ ID NO: 6 

114 <211> LENGTH: 807 

115 <212> TYPE: PRT 

116 <213> ORGANISM: Triticum tauschii 

117 <400> SEQUENCE: 6 
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LENGTH: 
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<212> 


TYPE: DNA 
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<213> 


ORGANISM: Triticum tauschii 





















225 <400> SEQUENCE: 7 

22 6 - gcgacttctg gttccaaaaa ggcgtctaca 

227 tttgtcttcg ggtcacctga caaagataac 

228 accgtgtacc gacgtccttg taatattcct 

229 ctgtgcagac ttgagattct ggcttggact 

230 aaataagagg tgatggtgcg ggtcgagtcc 

231 agtcctctgt cataaagga 

233 <210> SEQ ID NO: 8 

234 <211> LENGTH: 4890 

235 <212> TYPE: DNA 

236 <213> ORGANISM: Triticum tauschii 

237 <400> SEQUENCE: 8 

23 8 gggtggcggg tcgggcggca aggcgcgggg 

23 9 cgggcggcag cggcggctag ggtttcgcgg 

24 0 ggctgcggct ttaaaggccg gccaggctga 

241 ggttgacttt aaaaaataat aattcggaca 

242 ggactccaaa aatcccgaag taaatttttc 
24 3 aacatttatt tgggcctaaa atgcaatttt 
244 aaaatcaaat aaaatccaaa taaaatcaaa 
24 5 ttcattattt gtgaagaagt cattttatcc 
24 6 cggagagaaa aataattaaa acaaatgatc 
247 tgaaaataac gaaatcccca actctctccg 



ggaggtgact ccagcaagaa gggaattaac 60 
aaataagcac catatcaacg cttgatcaga 120 
gctattgcta gtagtagcaa tactgtcaaa 180 
ttgctgaggt tacctactat atagaaagat 2 40 
ggctatatgt gccaaatatg cgccatcccg 3 00 

319 



cggcggggcg gccggggcgg cgcggcggcg 60 

cggcggcgac ttgggctgag gcggggcacg 120 

ggtgtccggg tcggacacgg cccgtaaggc 180 

tgcaaaaaag taagaaaaga aataataaac 240 

cccattctta aaaataagcc ggacaagatg 3 00 

gaaaaatgcg tatttttcct aattcggaat 360 

tatttgtttt taatattttt cctccaatat 420 

catctcatat attttgatat gaaatatttt 4 80 

ctattttcaa aatttgagaa aacccaaata 540 

tgggtccttg agttgcgtga aatttctagg 600 
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L:33 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 1 
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